The title compound, C 32 H 30 N 4 O 2 S 4 , consists of two Schiff base moieties, namely two S-benzyl--N-(2-hydroxyphenylethylidene)dithiocarbazate groups, which are connected through an S-S single bond. These two moieties are twisted with respect to each other, with a dihedral angle of 87.88 (4) between the S 2 C N planes. A bifurcated intramolecular O-HÁ Á Á(N,S) hydrogen bond is observed in each moiety. In the crystal, molecules are linked by pairs of C-HÁ Á ÁO hydrogen bonds into inversion dimers. The dimers are further stacked in a column along the b axis through weak C-HÁ Á Á interactions.
Chemical context
There has been immense interest in nitrogen-sulfur donor ligands since the report on S-benzyldithiocarbazate (SBDTC) (Ali & Tarafder, 1977) . Since then, a number of Schiff bases have been derived from SBDTC (Crouse et al., 2004; Howlader et al., 2015) . The versatile coordination chemistry and increasingly important biological properties of ligands derived from SBDTC have also received much attention . In a continuation of our research in this area, the title compound (systematic name: 2-[1- (2-{(benzylsulfanyl) [((benzylsulfanyl){2-[1-(2-hydroxyphenyl) ethylidene]hydrazin-1-ylidene}methyl)disulfanyl]methylidene}ethyl]phenol) was prepared from SBDTC.
Structural commentary
In the title compound, the arrangement of the two Schiff base moieties ( Fig. 1 ) is almost orthogonal with respect to the S2-S3 thioether bond (Fig. 2) . The S2-S3 bond distance of A search of the CSD (Version 5.36; Groom & Allen 2014) gave three structures (VAHYAE: Dunstan et al., 1998; FIVQAD Liu et al., 2005; CUHHET: How et al., 2009 ) closely related to the title compound. S-benzyl--N-(2-hydroxyphenylethylidene)dithiocarbazate was prepared by Pramanik et al. (2007) and its crystal structure was reported by Biswal et al. (2015) .
Synthesis and crystallization
The ligand precursor, S-benzyl dithiocarbazate (SBDTC), was prepared according to the literature method (Ali & Tarafder, 1977) . The title compound was prepared as follows: to the ligand precursor, SBDTC (0.99 g, 5 mmol) dissolved in ethanol (40 ml) was added 2-hydroxy acetophenone (0.68 g, 5 mmol) and the aliquot was heated under reflux for an 1h. The resultant yellow solution was cooled to room temperature. The light-yellow precipitate which formed was filtered off, washed with hot ethanol and dried under vacuum over anhydrous CaCl 2 (yield: 1.23 g, 73.65%). The prepared compound (0.17 g) was dissolved in acetonitrile (20 ml) on warming and mixed with ethanol (10 ml). Light-yellow platelet Chemical scheme of S-benzyl--N-(2-hydroxyphenylethylidene)dithiocarbazate (systematic name: benzyl 2-[1-(2-hydroxyphenyl)ethylidene]-hydrazinecarbodithioate). Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C1-C6 ring. Symmetry codes: (i) Àx þ 1; Ày; Àz; (ii) x; y À 1; z.
Figure 3
A packing diagram of the title compound. The C-HÁ Á Á interactions are shown as green lines.
Figure 2
The molecular structure of the title compound, showing 50% probability displacement ellipsoids and the atom numbering. 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . All H atoms were positioned geometrically (C-H = 0.95-0.98 Å and O-H = 0.84 Å ) and treated as riding with U iso (H) = 1.2U eq (C,O). 
Computing details
Data collection: RAPID-AUTO (Rigaku, 2001 ); cell refinement: RAPID-AUTO (Rigaku, 2001 ); data reduction: RAPID-AUTO (Rigaku, 2001 ); program(s) used to solve structure: SIR92 (Altomare et al., 1993 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: CrystalStructure (Rigaku, 2010) ; software used to prepare material for publication: CrystalStructure (Rigaku, 2010) .
2-[1-(2-{(Benzylsulfanyl)[((benzylsulfanyl){2-[1-(2-hydroxyphenyl)ethylidene]hydrazin-1-ylidene}methyl)disulfanyl]methylidene}hydrazin-1-ylidene)ethyl]phenol
Crystal data Special details Geometry. All s.u.'s (except the s.u. in the dihedral angle between two l.s. planes) are stimated using the full convariance matrix. The cell s.u.'s are taken into account individually in the estimation of s.u.'s in distances, angles and torsion angles; corrections between s.u.'s in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell s.u.'s is used for estimating s.u.'s involving l.s. planes. Refinement. Refinement was performed using all reflections. The weighted R-factor (wR) and goodness of fit (S) Hydrogen-bond geometry (Å, º) Cg1 is the centroid of the C1-C6 ring. Symmetry codes: (i) −x+1, −y, −z; (ii) x, y−1, z.
